SEQUENCE LISTING 



<110> Reed, John C. 
Tamm, Ingo 



<120> USE OF HEPATITIS VIRUS B X- INTERACTING 
PROTEIN (HBXIP) IN MODULATION OF APOPTOSIS 



<:130> BURNHAM.005A 



<140> Unknown 
<;141> 2203-09-18 

<150> 60/412,109 
<151> 2002-09-18 



<160> 8 



<170> FastSEQ for Windows Version 4.0 



<210> 1 

<211> 429 

<212> DNA 

<213> Homo sapiens 



<400> 1 

atgggtgccc cgacgttgcc ccctgcctgg 
acattcaaga actggccctt cttggagggc 
gctggcttca tccactgccc cactgagaac 
ttcaaggagc tggaaggctg ggagccagat 
tcgtccggtt gcgctttcct ttctgtcaag 
tttttgaaac tggacagaga aagagccaag 
aagaaagaat ttgaggaaac tgcgaagaaa 
atggattga 

<210> 2 
<211> 142 
<212> PRT 

<213> Homo sapiens 



cagccctttc tcaaggacca ccgcatctct 60 
tgcgcctgca ccccggagcg gatggccgag 120 
gagccagact tggcccagtg tttcttctgc 180 
gacgacccca tagaggaaca taaaaagcat 240 
aagcagtttg aagaattaac ccttggtgaa 300 
aacaaaattg caaaggaaac caacaataag 360 
gtgcgccgtg ccatcgagca gctggctgcc 420 

429 



<400> 2 

Met Gly Ala Pro Thr Leu Pro Pro Ala Trp Gin Pro Phe Leu Lys Asp 

15 10 15 

His Arg lie Ser Thr Phe Lys Asn Trp Pro Phe Leu Glu Gly Cys Ala 

20 25 30 

Cys Thr Pro Glu Arg Met Ala Glu Ala Gly Phe lie His Cys Pro Thr 

35 40 45 

Glu Asn Glu Pro Asp Leu Ala Gin Cys Phe Phe Cys Phe Lys Glu Leu 

50 55 60 

Glu Gly Trp Glu Pro Asp Asp Asp Pro lie Glu Glu His Lys Lys His 
65 70 75 80 

Ser Ser Gly Cys Ala Phe Leu Ser Val Lys Lys Gin Phe Glu Glu Leu 

85 90 95 

Thr Leu Gly Glu Phe Leu Lys Leu Asp Arg Glu Arg Ala Lys Asn Lys 
100 105 110 



1 



lie Ala Lys Glu 

115 

Lys Lys Val Arg 
130 



Thr Asn Asn Lys 

120 

Arg Ala lie Glu 
135 



Lys Lys Glu Phe 

Gin Leu Ala Ala 
140 



Glu Glu Thr Ala 

125 

Met Asp 



<210> 3 

<211> 276 

<212> DNA 

<213> Homo sapiens 

<400> 3 

atggaggcga ccttggagca gcacttggaa gacacaatga agaatccctc cattgttgga 60 
gtcctgtgca cagattcaca aggacttaat ctgggttgcc gcgggaccct gtcagatgag 120 
catgctggag tgatatctgt tctagcccag caagcagcta agctaacctc tgaccccact 180 
gatattcctg tggtgtgtct agaatcagat aatgggaaca ttatgatcca gaaacacgat 240 
ggcatcacgg tggcagtgca caaaatggcc tcttga 276 

<210> 4 
<211> 91 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Glu Ala Thr Leu Glu Gin His Leu Glu Asp Thr Met Lys Asn Pro 

15 10 15 

Ser lie Val Gly Val Leu Cys Thr Asp Ser Gin Gly Leu Asn Leu Gly 

20 25 30 

Cys Arg Gly Thr Leu Ser Asp Glu His Ala Gly Val lie Ser Val Leu 

35 40 45 

Ala Gin Gin Ala Ala Lys Leu Thr Ser Asp Pro Thr Asp lie Pro Val 

50 55 60 

Val Cys Leu Glu Ser Asp Asn Gly Asn lie Met lie Gin Lys His Asp 
65 70 75 80 

Gly He Thr Val Ala Val His Lys Met Ala Ser 
85 90 



<210> 5 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> forward oligonucleotide primer 
<400> 5 

gacgaattca tggaggcgac cttggagca 29 

<210> 6 
<211> 29 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> reverse oligonucleotide primer 



2 



<400> 6 

gatctcgagt caagaggcca ttttgtgca 

<210> 7 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> sense RNA oligonucleotide 
<400> 7 

gcagcuaagc uaaccucugt t 

<210> 8 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> antisense RNA oligonucleotide 
<400> 8 

ttcgucgauu cgauuggaga c 



